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STRICTLY CONFIDENTIAL AND PROPRIETARY TO CARTHERICS PTY LTD.

This presentation contains forward-looking statements within the meaning of the safe-harbor provisions of the 
Private Securities Litigation Reform Act of 1995. These statements do not relate strictly to historical or current 
facts and may be accompanied by words such as ‘could,’ ‘would,’ ‘may,’ ‘potentially,’ ‘suggest,’ ‘believes,’ 
‘expects,’ ‘should,’ ‘intends,’ ‘plans,’ ‘forecasts,’ and similar words or expressions.

Such statements involve substantial risks and uncertainties, not all of which may be known at the time. All 
statements contained in this presentation, other than statements of historical fact, including without limitation 
statements regarding our strategy, research and development plans, collaborations, future operations, future 
financial position, future revenues, projected costs, pricing, prospects, plans, and objectives of management, 
are forward-looking statements. Not all forward-looking statements in this presentation are explicitly identified 
as such.

The  Company does not warrant any of the forward-looking statements in this presentation, and investors are 
advised to interpret such statements in the context of other available sources of information and with the 
assistance of expert advisors as appropriate.

Many factors could cause the actual results of the Company to differ materially from the results expressed or 
implied herein, and you should not place undue reliance on the forward-looking statements. Drug development 
is inherently risky, and only a small proportion of research and development programs lead to a marketed 
product. Factors which could change the Company’s expected outcomes include, without limitation, our ability 
to: advance the development of our programs, and to do so within any timelines that may be indicated herein; 
the safety and efficacy of our drug development candidates; our ability to replicate experimental data; the 

ongoing validity of patents covering our drug development candidates, and our freedom to operate under third 
party intellectual property; our ability to obtain necessary regulatory approvals; our ability to enter into and 
maintain partnerships, collaborations, and other business relationships necessary to the progression of our 
drug development candidates; changes in the competitive landscape pertaining to our drug development 
candidates; the timely availability of necessary capital to pursue our business objectives; changes in the public 
policy environment in one or more countries in which we operate or may seek to operate which disfavour our 
business; our ability to attract and retain qualified personnel; changes from anticipated levels of customer 
acceptance of existing and new products and services; and other factors, including the COVID-19 pandemic 
and the conflicts in Ukraine and Middle East.

Although the Company believes that the expectations reflected in such forward-looking statements are 
reasonable, and although they reflect our current views as at the date of this presentation, there can therefore 
be no assurance that such expectations will prove to be correct. The Company has no obligation as a result of 
this presentation to pursue any specific strategy or plan outlined herein, or to deliver any specific outcome that 
may be implied or inferred.

Any forward-looking statements contained in this presentation speak only as of the date this presentation is 
made, and we expressly disclaim any obligation to update any forward-looking statements, whether because of 
new information, future events or otherwise, except as may be required by law.

Forward Looking Statements
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Cartherics at a Glance

Cartherics is a late pre-clinical stage cell therapy company 

developing 'off-the-shelf' iPSC-NK treatments for solid cancers and endometriosis

• Based in Melbourne

• Commenced 

operations Jan 2016

• Currently ~30 staff

• Operating from a 

dedicated 1,800m² 

purpose-built facility

• Recently upgraded 

cleanrooms

• ‘Off-the-shelf’ platform, 

using gene-edited iPSCs 

to produce immune cells 

with enhanced function

• 17 issued patents over 6 

families
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Cartherics Cell Therapy Platform

Enables the rapid development of a diverse range of products and immune cell types

iPSCs Derived 

from Umbilical 

Cord Blood

iNK cells

iT cells

iMacs 

(macrophages)
Novel

CARs/gene KI

Gene KO 

overcome

immunosuppression

Gene-edit iPSCs
Proprietary iPSCs – limitless

proliferation

Create Master Cell Bank (MCB)
Fully characterized gene-edited master cell bank

(unlimited supply)

Differentiate and 

Cryopreserve

Novel
CARs/gene KI

Gene KO 
overcome
immunosuppression
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The Crippling Burden of Neglected Women's Health 

A Two-Part Crisis in Women's Health: 

A Lethal Cancer and a Debilitating Disease

Evidence suggests a 

strong link between 

ovarian cancer and 

endometriosis, and they 

may have overlapping 

biology. Cartherics is 

developing therapies 

that target specific 

antigens common to 

both diseases.

Ovarian Cancer: 

A Lethal Disease of 

Late Diagnosis

• ~325,000 new cases 

diagnosed and ~200,000 

deaths globally each 

year.

• Severely limited 

treatment options.

• >75% of cases diagnosed 

at a late stage (III/IV).

• 5-year survival rate for 

stage III is 41% and only 

20% for stage IV. 

Endometriosis: 

The Widespread 

and Overlooked 

Cancer Precursor

• Affects 190 million 

women globally.

• Cause of debilitating 

pain, organ damage and 

infertility.

• Current treatments are 

inadequate.

• There is no cure.

• Endometriosis is a risk 

factor for ovarian cancer.

1 2

Key Takeaway: Our strategy leverages 

a de-risked entry in ovarian cancer as 

a gateway to treating the broader 

endometriosis crisis.
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How do we engineer and screen our clones?
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A Scalable and Robust iPSC-Derived CAR-NK Platform

Gene 

editing 

Clone Selection Whole-genome 

sequencing

 

iPSC CAR 
knock-in

Gene 
knockout(s)

Top  Clone to 
create MCB

Single cell 
clone

Expansion of 
candidate clones

Differentiated 
NK cells

Safety & Function

Genome Editing High-throughput Screening Detailed Characterisation MCB Expansion Final Product

(CTH-401)

iPSC Source 

Method-of-

Manufacture 
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Robust Genome Editing Strategy Using CRISPR/Cas9

▪ gRNAs selected based on high-editing efficiency and low off-target 
effects

Comprehensive 
Bioinformatics 

In silico gRNA 
design

Top candidate
gRNA

2 lead gRNAs

Genomic & 
Protein Level

On-target efficiency 
evaluation

Digenome-Seq

GUIDE-Seq

In vitro assays

Genome-wide 
off-target detection
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High-Throughput Clone Screening for Correct Gene-Edits

CAR KI
Genotyping

KO efficiency 
Sanger 

sequencing 

Control

CAR expression 
Flow cytometry

99.7%

Correctly 
Gene-edited 

Clones

Candidate 
iPSC 

clones

Stable high 
expressing CAR+

Homozygote KI

Complete KO

SELECT

SELECT

SELECT

iPSC expansion

Clone Unedited 
control

0%

CAR CAR

✓

▪ 30 clones selected based on correct gene editing for further analysis

✓

✓

Walid Azar
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A Scalable and Robust iPSC-Derived CAR-NK Platform

Gene 

editing 

Clone Selection Whole-genome 

sequencing

 

iPSC CAR 
knock-in

Gene 
knockout(s)

Top  Clone to 
create MCB

Single cell 
clone

Expansion of 
candidate clones

Differentiated 
NK cells

Safety & Function

Genome Editing High-throughput Screening Detailed Characterisation MCB Expansion Final Product

(CTH-401)

iPSC Source 

Method-of-

Manufacture 
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Developing a Robust and Comprehensive WGS Pipeline

WGS data

Total Mutation burden

CRISPR/Cas9 

mediated-Off-target

Genome-wide 

analysis for 

Oncogenes

iPSC-related 

genomic instability 

30x median depth for clone selection

90x median depth for MCB

4096 sites  

511 Oncogenes
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Safety Assessment of MCB Candidate Clones 

• Potential sources of safety concerns:
• CRISPR/Cas9-mediated off-target effects
• DNA structural changes due to cells undergoing single cell cloning and long-term 

culture
• Oncogenic mutations

• Strategy: 
• Karyotyping (SNP analysis)
• Whole genome sequencing (WGS)

• Experimental design: 
• x2 starting/parental cell lines 
• x30 gene-edited MCB candidate clones 
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What do we look for in the WGS data?

WGS data INDELS, CNVs 
and SVs Pathogenicity Manual 

curation
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• INDEL analysis results:
▪ 7 off-target sites detected across the 30 clones

Outcome: All clones were considered safe for further characterisation

CRISPR/Cas9-mediated Off-target Effect Analysis by WGS

Frequency 

0 OFF 1 OFF 2 OFF 3 OFF

11 Clones

14 Clones

3 Clones

2 Clones

KEY: Number of off-target sites detected

Type of Off-targets

Chr # Type Locus Nearest Gene Region Location

Chr21 INDEL - KCNE1B Intergenic NA

ChrY INDEL - - Intergenic NA

Chr2 INDEL - - Intergenic NA

Chr6 INDEL - CNR1 Intergenic NA

Chr8 INDEL PINX1 Gene Intron

Chr5 INDEL ARL15 Gene Intron

Chr21 INDEL APP Gene Exon

Frequency 

0 OFF 1 OFF 2 OFF 3 OFF

11 Clones

14 Clones

3 Clones

2 Clones

KEY: Number of off-target sites detected

Type of Off-targets

Chr # Type Locus Nearest Gene Region Location

Chr21 INDEL - KCNE1B Intergenic NA

ChrY INDEL - - Intergenic NA

Chr2 INDEL - - Intergenic NA

Chr6 INDEL - CNR1 Intergenic NA

Chr8 INDEL PINX1 Gene Intron

Chr5 INDEL ARL15 Gene Intron

Chr21 INDEL APP Gene Exon

Chr # Detected by Locus Nearest Gene Region Location

Chr21 INDEL - KCNE1B Intergenic NA

ChrY INDEL - - Intergenic NA

Chr2 INDEL - - Intergenic NA

Chr6 INDEL - CNR1 Intergenic NA

Chr8 INDEL PINX1 Gene Intron

Chr5 INDEL ARL15 Gene Intron

Chr21 INDEL APP Gene Exon

Walid Azar
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▪ PASS-2-Potential consequences

CNV analysis results: 

▪ 316 CNV events detected across the 30 clones   Clone # CNV Frequency

2 1 Key

3 2 >10 events

4 2 10-100 events

5 5 >100events

6 2

7 3

8 1

9 3

10 4

11 2

12 4

13 6

14 5

15 3

16 20

17 2

18 2

19 4

20 4

21 6

22 14

23 4

24 272

25 3

26 134

27 2

28 5

29 4

30 5

31 3

• Non-Oncogenic  

CRISPR/Cas9-mediated Off-target Analysis by WGS

26 clones were 
considered safe for 

further characterisation

Filters 

▪ PASS-1-CNV frequency 

CNV
 Incidence SummaryClone # CNV Frequency

2 1 Key

3 2 >10 events

4 2 10-100 events

5 5 >100events

6 2

7 3

8 1

9 3

10 4

11 2

12 4

13 6

14 5

15 3

16 20

17 2

18 2

19 4

20 4

21 6

22 14

23 4

24 272

25 3

26 134

27 2

28 5

29 4

30 5

31 3

< 10 events 
= 10-100 events 
> 100 events 

chrX 3315196 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chrX 5718649 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chrX 6182031 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chrX 14244279 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chrX 23781379 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chrX 40755918 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chrX 40966614 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chrX 41309404 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chrX 41529369 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chrX 62838187 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chrX 117643486 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chrX 132633110 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr9 6855998 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr9 19101243 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr9 19440728 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr9 19987794 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr9 119516724 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr8 63126438 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr8 94641152 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr8 123148426 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr7 12394515 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr7 25456647 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr7 55409627 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr7 56627457 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr7 86784459 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr7 148816845 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr7 148884040 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr7 149157524 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr7 149557845 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr7 151507286 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr6 3196269 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr6 8597125 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr6 27348398 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr6 27572854 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr6 78536584 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr6 106962190 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr6 112689576 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr6 114892108 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr6 125105512 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr6 144898417 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr6 146359695 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr6 169662397 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr5 43192432 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr5 71501435 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr5 112882159 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr5 116334119 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr5 139274085 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr5 139760106 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr4 12681772 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr4 13360089 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr4 29093558 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr4 39452293 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr4 39947736 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr4 48486843 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr4 56449108 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr4 96031262 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr4 115092139 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr4 115553233 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr4 115584234 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr4 125871526 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr4 151019192 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr4 158656651 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr4 166082942 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr3 8367032 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr3 22027400 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr3 57296268 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr3 59453119 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr3 84366115 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr3 173743437 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr3 190722136 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr3 197575900 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr3 197900075 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr22 18052373 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr22 21903047 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr22 38423782 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr22 38435157 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr22 40655076 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr22 41067740 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr21 28319310 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr21 32636049 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr20 34087158 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr20 55544257 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr2 11350338 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr2 23967160 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr2 24055431 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr2 49694194 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr2 63874190 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr2 106747638 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr2 117571967 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr2 135872130 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr2 154465373 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr2 158126825 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr2 190656468 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr2 201063985 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr2 201564108 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr2 202146191 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr2 225412797 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr19 53201000 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr18 32770924 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr18 38856506 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr18 38893310 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr18 49806307 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr18 52509788 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr18 58971888 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr17 28405313 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr17 30879271 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr17 37392829 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr17 37456504 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr17 40246347 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr17 40870465 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr17 56915232 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr17 67756350 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr17 67879401 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr17 68086182 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr17 68178382 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr16 15864968 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr16 51830895 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr16 66594189 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr15 40306515 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr15 40310340 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr15 40451617 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr15 41511740 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr15 44306027 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr15 48701483 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr14 24788096 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr14 34622265 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr14 54513925 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr14 73017377 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr13 52172001 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr13 56349778 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr13 99797379 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr13 107095722 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr13 113014077 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr12 9184547 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr12 24890866 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr12 69693779 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr12 78402535 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr12 131714819 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr12 131828529 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr12 131938581 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr12 131951404 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr11 59534562 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr11 81830903 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr11 81893148 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr11 85689888 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr11 88764669 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr11 92285957 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr11 101872512 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr10 19494178 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr10 43134114 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr10 43469082 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr10 58838905 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr10 68346041 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr10 103137144 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr10 107168203 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr1 23904681 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr1 32885656 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr1 151424008 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr1 173990914 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr1 204515975 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr1 218783557 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr1 220072572 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr1 247011674 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr1 247039494 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chr1 247215255 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

chrX 28339235 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

chr9 111896348 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

chr8 97028336 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

chr7 29943178 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

chr7 96069020 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

chr6 20339784 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

chr6 28635482 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

chr6 28724235 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

chr5 72337178 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

chr5 103139395 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

chr5 117719665 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

chr3 32460171 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

chr21 39303049 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

chr2 207823696 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

chr2 207824097 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

chr18 24298658 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

chr17 21681045 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

chr17 21685705 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

chr17 21705503 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

chr15 46568872 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

chr14 79926965 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

chr13 57547730 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

chr12 23534476 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

chr12 32762822 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

chr11 80021222 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

chr10 823207 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

chr1 215902457 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

chr1 248827703 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

chr1 248850490 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

chrX 7787713 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chrX 66264332 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chrX 82271693 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chrX 88945297 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chrX 138390588 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr9 10333304 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr9 17939965 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr9 29895449 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr8 62085892 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr8 84342594 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr8 97064794 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr8 119017762 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr8 137674254 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr8 137681783 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr7 15017778 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr7 33111365 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr7 39611451 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr7 93172562 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr7 108269493 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr7 113807549 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr7 158618627 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr6 28922226 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr6 28999570 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr6 63634860 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr6 86723427 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr6 144941808 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr6 166335693 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr5 33944658 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr5 83919844 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr5 141440909 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr4 10253782 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr4 19116043 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr4 19146883 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr4 32986938 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr4 33091357 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr4 34589271 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr4 68933565 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr4 72805160 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr4 79885648 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr4 103335387 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr4 127193581 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr3 22670581 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr3 40529289 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr3 57075870 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr3 99310045 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr3 164021164 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr3 175014394 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr3 181686181 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr3 181806106 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr22 34231961 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr21 17191184 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr20 62876517 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr2 66905694 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr2 123147273 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr2 125878307 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr2 145332337 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr2 178602997 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr2 186531196 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr19 29151035 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr18 54221505 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr17 60006456 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr17 78072444 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr15 37099246 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr15 42987029 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr15 50167912 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr15 52469763 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr15 63113072 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr15 94623822 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr14 32405268 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr14 50377698 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr13 64248889 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr13 88273371 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr12 10710016 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr12 11496912 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr12 23055844 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr11 27946494 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr11 29129301 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr11 94541532 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr11 97957235 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr11 122177299 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr11 122184660 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr11 128055018 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr10 91480877 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr10 108801656 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr1 24780906 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr1 63299836 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr1 199474468 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

chr1 64749472 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0

chr9 78044246 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1

chr2 202456883 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1

chr15 40047756 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1

chr9 21957564 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1

chr6 47513739 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1

chr6 66869979 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1

chr6 93820563 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1

chr5 138827785 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1

chr20 38003182 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1

chr12 98612773 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1

chr10 21507365 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1

chr9 111597725 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0

chr6 125809965 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0

chr7 20053841 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0

chrX 115680431 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 1

chr6 3032079 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 1

chr21 31696582 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 1

chr15 67546753 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 1

chr15 67572374 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 1

chr16 35525935 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

chr5 31762545 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

chr13 113359207 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1

chr4 68561566 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

chr4 68596456 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

chr15 28784303 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0

chr9 128138159 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

chr13 71902537 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

chr15 68277573 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 1 1 1

chr17 16839889 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 0 0 1 1 0 0 1 1 0 1 0

chr22 42130636 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

chr1 161614080 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 1 1 0 0 0 0

chr16 35495547 0 0 0 0 0 0 0 0 0 1 0 1 0 1 0 0 1 1 1 0 0 1 0 1 1 1 1 1 0 1 1

chr3 1740833 0 0 0 0 0 1 1 1 1 0 1 0 1 1 0 1 1 1 1 1 1 1 1 0 1 1 1 1 1 0 0

chr16 21728391 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

chr19 55115718 0 0 0 1 0 0 0 0 0 0 1 0 0 0 1 1 1 1 0 0 0 1 0 0 0 1 1 1 0 0 0

0 0 0 1 1 1 1 1 1 1 2 2 2 2 2 3 3 3 3 3 3 4 4 4 4 5 5 13 19 133 271
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STRICTLY CONFIDENTIAL AND PROPRIETARY TO CARTHERICS PTY LTD.

• Objective: To select clone(s) with no mutations in genes associated with cancers

Detection of Random Oncogenic Mutations by WGS

INDEL – Insertion/Deletion; CNV – Copy number variation; SV – Structural Variant; VEP – Variant Effect predictor

WGS data 511 genes  
INDELs,

CNVs, SVs
Pathogenicity

• Normalised to 
parental cell line 

• ClinVar
• VEP annotations
• COSMIC
• Manual curation

Known Panels

§ Oncomine Panel (411  genes)

§ Myeloproliferative Neoplasm Diagnostic Gene Panel (8 genes)

§ Haematological Malignancy Gene Panel (57 genes)

§ PanHaem Tumour Gene Panel (73 genes)

§ Single Gene TP53 (Single gene)

§ Publications/report (242 genes) (Shibata et al)
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STRICTLY CONFIDENTIAL AND PROPRIETARY TO CARTHERICS PTY LTD.

Random Oncogenic Mutation Analysis by WGS

• Summary
▪ 18 clones were analysed for 

potential oncogenic mutations 
▪ Clones with pathogenic INDEL(s) or CNV(s) 

determined by ClinVar were excluded 

▪ Clones with High Impact SVs determined by VEP 
annotations were excluded 

▪ CNVs and SVs which could not be determined by 
ClinVar/VEP are manually curated 

▪ 5 clones considered genomically 
stable

*12 clones were excluded from analysis based on functional data 

Pathogenic 

Mutations

Pathogenic 

CNV

Pathogenic 

SVs

17 0 0 MODIFIER

9 0 0 MODIFIER

28 0 0 MODIFIER

6 0 0 MODIFIER

7 0 0 MODIFIER

13 0 ? ?

20 0 ? ?

19 0 ? ?

3 0 ? ?

27 0 ? ?

26 1 1 MODERATE

31 0 1 MODERATE

24 0 1 MODERATE

14 0 0 HIGH

12 0 0 HIGH

22 0 0 HIGH

29 0 0 HIGH

16 0 0 HIGH

Significant safety concerns 

NO/Minimum safety concerns

Fruther analysis required 

(Manual curation) 

StatusClone ID

WGS (Oncogenes)
*

INDEL – Insertion/Deletion; CNV – Copy number variation; SV – Structural Variant; VEP – Variant Effect predictor Walid Azar
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STRICTLY CONFIDENTIAL AND PROPRIETARY TO CARTHERICS PTY LTD.

In vitro function

Robust Functional Characterisation of Top Candidate Clones

▪ MCB clone selected based on detailed safety and functional profile

iNK viability, 
purity, phenotype, 

CAR expression

Yield per iPSC and 
predicted scale-up

Can they be manufactured at scale?Do we have the optimal iNK cell? Do they kill target cells in vitro?
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STRICTLY CONFIDENTIAL AND PROPRIETARY TO CARTHERICS PTY LTD.

CTH-401 Master-Cell-Bank Development Workflow

iPSC source Clone Screening Function

Genome editing Safety 

cGMP

In house/out-sourced

Donor acceptability

Reprogramming method

Commercial licensing

Reagent quality

CAR+ iPSC enrichment

How many clones to start with

Gene-editing strategy

Single cloning

Single cell origin 

iPSC health

High-throughput KO analysis

High-throughput CAR analysis

Cryopreserve candidates

iNK output, COGs/scale

Pass in-line/release QC

High throughput mirror of

Consistency

Whole Genome Sequencing (WGS)

Oncogenic mutations

Karyotype

Off-target effects

Sterility, endo, myco, adventitious agents

MCB Expansion

Working cell banks

MCB release specifications

Cryopreservation

Expansion/number of vials

Passage number

clinical manufacture process
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STRICTLY CONFIDENTIAL AND PROPRIETARY TO CARTHERICS PTY LTD.

Development of Key Release Assays 
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STRICTLY CONFIDENTIAL AND PROPRIETARY TO CARTHERICS PTY LTD.

Development of Key Release Assays 
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STRICTLY CONFIDENTIAL AND PROPRIETARY TO CARTHERICS PTY LTD.

Development of Key Release Assays 
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STRICTLY CONFIDENTIAL AND PROPRIETARY TO CARTHERICS PTY LTD.

How are we using this pipeline?
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STRICTLY CONFIDENTIAL AND PROPRIETARY TO CARTHERICS PTY LTD.

Our Pipeline:  A Phased Approach to Clinical Strength

A Deliberate Strategy: Validate the Platform, Then Unleash its Full Potential.

1 2 3

Program 3: 

CTH-502, Tumor Microenvironment 

(“TME”)-Resistant "Armoured" Cells

• Indications: Ovarian cancer, triple 

negative breast cancer, other solid 

tumours expressing TAG-72 or TF.

• Strategic Goal: Create a "best-in-class" 

product with maximal efficacy, designed to 

overcome the toughest solid tumour 

microenvironment challenges.

Program 2: 

CTH-501, Next-Generation Target

• Indications: Endometriosis.

• Strategic Goal: Rapidly expand our 

pipeline with additional product 

candidates.

Program 1: 

CTH-401, Platform 

Validation – Lead Program

• Indication: Relapsed/refractory 

ovarian cancer, with expansion 

potential into earlier-stage ovarian 

cancer, other TAG-72+ solid tumours 

and endometriosis.

• Strategic Goal: Achieve first-in-

human data to validate the safety 

and activity of our core iPSC-NK 

platform. This is our top priority.
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STRICTLY CONFIDENTIAL AND PROPRIETARY TO CARTHERICS PTY LTD.

Overview: TAG-72 as a therapeutic target 

TAG-72 antigen expression reported across 
epithelial-derived cancers

Ovarian 100%

Colorectal 94%

Breast 84%

NSCLC 96%

Thor et al 1986

Ovarian cancer biopsy TMAs with 45 cases of clear cell cancer and 22 
cases of Serous cancer confirmed TAG-72 staining (against negative 
control tissues) in 85% of Clear Cell carcinomas and 95.4% of Serous 
carcinomas.

TAG-72 is not a simple single-gene antigen. It is a 

large mucin-like glycoprotein carrying the Sialyl-Tn 

(STn/CD175s) glycan epitope.

TAG-72/STn marks tumour cells and is associated with features of aggressive, immune-evasive disease.
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STRICTLY CONFIDENTIAL AND PROPRIETARY TO CARTHERICS PTY LTD.

CTH-401: Lead Product Candidate

First TAG-72 CAR-NK cell therapy

iPSCs gene-edited using CRISPR/Cas9

• TAG-72 CAR knock-in

• Complements normal NK cell killing functions

• DGK gene knock-outs

• Enhance anti-tumoral efficacy

Image: Ovarian cancer biopsy with TAG-72 staining (brown) by immunohistochemistry (Ponnusamy et al 2007)

Tumour-associated glycoprotein-72 

(TAG-72)

• Well-validated tumour target

• Found on many cancers including ovarian, 

gastric, colorectal, pancreatic cancers
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STRICTLY CONFIDENTIAL AND PROPRIETARY TO CARTHERICS PTY LTD.

Genetic disruption of DGK signalling strengthens human T cell and CAR-T function
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STRICTLY CONFIDENTIAL AND PROPRIETARY TO CARTHERICS PTY LTD.

Dual DGKαζ KO delivered durable tumor control in TAG-72 CAR-T cells

• TAG-72 CAR-T cells were evaluated against 
established OVCAR-3 tumours.

• Unedited TAG-72 CAR-T cells initially 
controlled tumour growth, but relapse 
occurred at approximately day 40.

• Dual DGKαζ KO CAR-T cells ablated 
established tumours for up to 100 days without 
compromising cell viability or phenotype.

Durable control to Day 100
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STRICTLY CONFIDENTIAL AND PROPRIETARY TO CARTHERICS PTY LTD.

Combined evidence supports DGKαζ dual KO in NK cells
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STRICTLY CONFIDENTIAL AND PROPRIETARY TO CARTHERICS PTY LTD.

Can inhibition of DGK enhance NK function?

Aleta Pupovac

Mock CAR iNK

CTH-401

DGK⍺

DGK⍺

DGKζ

DGKζ
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STRICTLY CONFIDENTIAL AND PROPRIETARY TO CARTHERICS PTY LTD.

RNA seq analysis

Upregulation of 
homing molecules

Enhanced cytotoxic
function

Brittany Doran & Laila Karra Khalil
Keziah Ting

In vitro cytotoxicity
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STRICTLY CONFIDENTIAL AND PROPRIETARY TO CARTHERICS PTY LTD.

CONTROL (PBS) PBMC-NK UE-iNK TAG-72 CAR iNK TAG-72 CAR + 
DGKαζ KO iNK

80x NSG

n=15-20
/group

PBS
or

iNK/NK

TAG-72 CAR + DGKαζ KO iNK show antitumour activity in an ovarian cancer mouse model

TAG-72 CAR + DGKαζ 
KO iNK

UE-iNK
TAG-72 CAR iNK
TAG-72 CAR + DGKαζ 
KO iNK

Nhu-Y Nguyen
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STRICTLY CONFIDENTIAL AND PROPRIETARY TO CARTHERICS PTY LTD.

IND-enabling studies

• 4-week toxicity study
• 9-month tumorgenicity safety study ✓

✓
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STRICTLY CONFIDENTIAL AND PROPRIETARY TO CARTHERICS PTY LTD.

Transitioning to clinical manufacture



P I O N E E R I N G  C E L L U L A R  M E D I C I N E S  F O R  W O M E N ' S  H E A L T H 35

STRICTLY CONFIDENTIAL AND PROPRIETARY TO CARTHERICS PTY LTD.

Manufacturing Facilities

• Commissioned Oct 2025

• Two 45m2 (500f2) Grade B manufacturing 
spaces

• In-house QC and EM testing spaces

• Support for closed processing

• Completion of two clinical scale CTH-401 
batches
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STRICTLY CONFIDENTIAL AND PROPRIETARY TO CARTHERICS PTY LTD.

Clinical scale manufacturing: 

One vial of iPSC into >20 billion iNK cells

iPSC to 

iCD34 cells

iCD34 cells to 

pro-iNK cells

iNK 

expansion

iNK 

cryopreservation

iPSC thaw 

and recovery
STEP 0 STEP 1 STEP 2 STEP 3 STEP 4

>20 doses

FIH

Gene-edited 

iPSCs
iNK cells

Input

Final 

product 

1x106 cells

Vertical Wheel Bioreactor
PBS-0.5

Prodigy® CellSTACK® LOVO® G-Rex 500M-TF VIA Freeze  CRF

Madeline Cao
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STRICTLY CONFIDENTIAL AND PROPRIETARY TO CARTHERICS PTY LTD.

Reproducible production of clinical scale batches

Transcriptomic analysis
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STRICTLY CONFIDENTIAL AND PROPRIETARY TO CARTHERICS PTY LTD.

Summary: CTH-401- Clear, De-Risked Path to First-in-Human Trials

Function Safety Manufacture Pre-IND Clinical Trials

Excellent safety

profile based on 

functional and 
genomic 

characterization

Potent
on-target activity 

against ovarian 

cancer

Clinical-scale 

manufacturing 

process to treat 
multiple patients per 

batch

Completed FDA 

Pre-IND meeting

The FDA has provided 

feedback and agreed

with our

approach on how to 

progress to an IND filing 

to treat patients with

TAG-72+ ovarian cancer
in

a Phase I/IIa clinical trial

FIH clinical trial to

commence in

Australia in 2027

38
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STRICTLY CONFIDENTIAL AND PROPRIETARY TO CARTHERICS PTY LTD.
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